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Reviewer Comments: 
1 . 

E355 Empty lines found between the amino acid numbering and 

the proteins SEQID ( 10 ) 

E321 No. of Bases conflict, this line has no nucleotides 

SEQID (10) POS (96) 

E355 Empty lines found between the amino acid numbering and 

the proteins SEQID ( 10 ) 

E321 No. of Bases conflict, this line has no nucleotides 

SEQID (10) POS (96) 

<210> 10 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<220> 

<223> light chain variable region of the GF4/1.1 antibody 
<400> 10 

Glu lie Leu Met Thr Gin Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 

15 10 15 

Glu Arg Val Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Asn 

20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie 

35 40 45 

Tyr Gly Ala Ser Thr Arg Ala Thr Gly lie Pro Ala Arg Phe Ser Gly 

50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Asn Ser Leu Gin Ser 
65 70 75 80 



Glu Asp Phe Ala Leu Tyr Tyr Cys His Glu Tyr Asn Gly Trp Pro Pro 

85 90 95 

Trp Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys Arg Thr 

100 105 110 



The Sequence Listing file must end at the bottom of the last SEQ ID #. 
There can be no extra information following the last SEQ ID # in the 
file. Please remove the extra information, "2" and "1", found at the end 
of the file, after SEQ ID # 10. 
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355 Empty lines found between the amino acid numbering and the 
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355 Empty lines found between the amino acid numbering and the 

321 No. of Bases conflict, this line has no nucleotides SEQID (10) 
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• Patentin Ve: 



<210> 1 
<211> 414 
<212> DNA 
<213> Mus r 



:222> (1) . . (414) 



<220> 

<22 3> Figure 1(A) : Heavy chain v< 
ant ibody VTml . 1 (MuVTml . 1 ) 



atg aac ttt gtg etc age teg att ttc ctt gcc etc att tta aaa gga 
Met Asn Phe Val Leu Ser Ser lie Phe Leu Ala Leu lie Leu Lys Gly 



gtc cag tgt gaa gtg cag ctg gtg gag teg ggg gga ggc tta gtg aag 
Val Gin Cys Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys 



cct gga ggg ccc ctg aaa etc tec tgt gca gcc 
Pro Gly Gly Pro Leu Lys Leu Ser Cys Ala Ala 



agt agt tat ggc atg tct tgg gtt ege eag act eeg gag aag agg ctg 192 
Ser Ser Tyr Gly Met Ser Trp Val Arg Gin Thr Pro Glu Lys Arg Leu 



gag tgg gtc gca acc att agt act ggt ggt agt tac acc tac tac cc< 
Glu Trp Yal Ala Thr lie Ser Thr Gly Gly Ser Tyr Thr Tyr Tyr Pre 



gac agt gtg aag ggt cga ttc acc ate tec aga gac aat gcc aag aac 
Asp Ser Val Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ala Lys Asn 



gcc ctg tat ctg caa atg age agt ctg agg tct gag gac acg gcc ata 
Ala Leu Tyr Leu Gin Met Ser Ser Leu Arg Ser Glu Asp Thr Ala lie 



tat tac tgt gca aga egg ggg gac gca tgg ggt aac ttg gac tac tgg 384 
Tyr Tyr Cys Ala Arg Arg Gly Asp Ala Trp Gly Asn Leu Asp Tyr Trp 



ggt caa gga ace tct gtc acc gtc tec t 

Gly Gin Gly Thr Ser Val Thr Val Ser i 



<210> 2 
<211> 138 
<212> PRT 

<213> Mus musculus 

<220> 

<223> Figure 1(A) : Heavy chain variable region of mouse 
ant ibody VTml . 1 (MuVTml . 1 ) . 

<400> 2 

Met Asn Phe Val Leu Ser Ser lie Phe Leu Ala Leu lie Leu Lys Gly 



Val Gin Cys Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys 



Pro Gly Gly Pro Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 



Ser Ser Tyr Gly Met Ser Trp Val Arg Gin Thr Pro Glu Lys Arg Leu 



Glu Trp Val Ala Thr He Ser Thr Gly Gly Ser Tyr Thr Tyr Tyr Pre 



Asp Ser Val Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ala Lys Asn 



Ala Leu Tyr Leu Gin Met Ser Ser Leu Arg Ser Glu Asp Thr Ala He 



Tyr Tyr Cys Ala Arg Arg Gly Asp Ala Trp Gly Asn Leu Asp Tyr Trp 
115 120 125 



Gly Gin Gly Thr Ser Val Thr Val Ser Ser 
130 135 



:210> 3 
:211> 381 
;212> DNA 
:213> Mus r 



<221> CDS 

<222> (1) . . (381) 



23> Figure 1(B): Light chain a 
VTml.l antibody (MuVTml.l) 



atg gtt ttc aca cct cag ata ctt gga ctt atg ctt ttt tgg att t c< 
Met Val Phe Thr Pro Gin lie Leu Gly Leu Met Leu Phe Trp lie Se: 



gcc tec aga ggt gat gtt gtg eta act cag tct cca gcc acc ctg t 
Ala Ser Arg Gly Asp Val Val Leu Thr Gin Ser Pro Ala Thr Leu i 



gtg act cca gga gat age gtc agt ctt tec tgc agg gcc agt caa act 
Val Thr Pro Gly Asp Ser Val Ser Leu Ser Cys Arg Ala Ser Gin Thr 



He Ser Asn Asn Leu His Trp Tyr Gin His Lys Ser His Glu : 



agg ctt etc ate aag tct get tec cag tee ate tct ggg ate cec tei 
Arg Leu Leu He Lys Ser Ala Ser Gin Ser He Ser Gly He Pro Se: 



agg ttc agt ggc agt gga tea ggg aca gat ttc act etc agt ate aac 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser He Asn 



agt gtg gaa act gaa gat ttt gga atg tat ttc tgt caa cag agt tat 
Ser Val Glu Thr Glu Asp Phe Gly Met Tyr Phe Cys Gin Gin Ser Ty: 



! tgg eeg etc aeg ttc ggt get ggg ace aag ctg gag ctg aaa 
■ Trp Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys 



<210> 4 
<211> 127 
<212> PRT 

<213> Mus musculus 



<220> 

<223> Figure 1(B): Light chain variable region of mouse 
VTml.l antibody (MuVTml.l). 



<400> 4 

Met Val Phe Thr Pro Gin lie Leu Gly Leu Met Leu Phe Trp lie Ser 



Ala Ser Arg Gly Asp Val Val Leu Thr Gin Ser Pro Ala Thr Leu i 



Val Thr Pro Gly Asp Ser Val Ser Leu Ser Cys Arg Ala Ser Gin Thr 



lie Ser Asn Asn Leu His Trp Tyr Gin His Lys Ser His Glu Ser Pro 



Arg Leu Leu lie Lys Ser Ala Ser Gin Ser lie Ser Gly lie Pro i 



Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser lie Asn 



: Val Glu Thr Glu Asp Phe Gly Met Tyr Phe Cys Gin Gin Ser Tyr 



: Trp Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys 



<211> 414 
<212> DNA 
<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) . . (414) 

<220> 

<22 3> Figure 2(A) : Heavy chain variable region of 
humanized VTml . 1 antibody (HuVTml.l). 

<400> 5 

atg aac ttt gtg etc age teg att ttc ctt gcc etc att tta aaa gga 
Met Asn Phe Val Leu Ser Ser lie Phe Leu Ala Leu lie Leu Lys Gly 



gtc cag tgt gaa gtg caa ctg gtg gag teg ggg gga ggc tta gtg cag 
Val Gin Cys Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin 



ect gga ggg tec ctg aga etc tec tgt gea gcc tet gga ttc act ttc 
Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 



agt agt tat ggc atg tct tgg gtt cgc cag get ccg ggt aag ggt ctg 
Ser Ser Tyr Gly Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu 



gag tgg gtc gca acc att agt act ggt ggt agt tac acc tac tac cca 
Glu Trp Val Ala Thr lie Ser Thr Gly Gly Ser Tyr Thr Tyr Tyr Pro 



gac agt gtg aag ggt cga ttc acc ate tec aga gac aat tec aag aac 
Asp Ser Val Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn 



acc ctg tat ctg caa atg aac agt ctg agg get gag gac aeg gee gta 
Thr Leu Tyr Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val 



tat tac tgt gca aga egg ggg gac gca tgg ggt aac ttg gac tac tgg 
Tyr Tyr Cys Ala Arg Arg Gly Asp Ala Trp Gly Asn Leu Asp Tyr Trp 



ggt caa gga ace tta gtc ace gtc tec t 
Gly Gin Gly Thr Leu Val Thr Val Ser 



<210> 6 
<211> 138 
<212> PRT 

<213> Mus musculus 
<220> 

<22 3> Figure 2(A): Heavy chain variable region of 
humanized VTml . 1 antibody (HuVTml.l). 

<400> 6 

Met Asn Phe Val Leu Ser Ser lie Phe Leu Ala Leu lie Leu Lys Gly 
15 10 15 

Val Gin Cys Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin 
20 25 30 

Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 
35 40 45 

Ser Ser Tyr Gly Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu 
50 55 60 

Glu Trp Val Ala Thr He Ser Thr Gly Gly Ser Tyr Thr Tyr Tyr Pro 
65 70 75 80 

Asp Ser Val Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn 
85 90 95 

Thr Leu Tyr Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val 
100 105 110 



Tyr Tyr Cys Ala Arg Arg Gly Asp Ala Trp Gly Asn Leu Asp Tyr Trp 



115 



120 



125 



Gly Gin Gly Thr Leu Val Thr Val Ser Sei 



<210> 7 

<211> 381 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) . . (381) 

<220> 

<223> igure 2(B): Light chain variable region of 
humanized VTml . 1 antibody (HuVTml.l) . 

<400> 7 

atg gtt ttc aca cct cag ata ctt gga ctt atg ctt ttt tgg att tea 48 
Met Val Phe Thr Pro Gin lie Leu Gly Leu Met Leu Phe Trp lie Ser 



gcc tec aga ggt gaa att gtg eta act cag t ct cca gcc acc ctg t 
Ala Ser Arg Gly Glu lie Val Leu Thr Gin Ser Pro Ala Thr Leu i 



gtg tot cca gga gaa aga gcc act ctt tec tge agg gee agt caa act 
Val Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Thr 



att age aae aac eta cac tgg tat caa caa aaa cca ggt cag get cca 192 
lie Ser Asn Asn Leu His Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro 



agg ctt etc ate aag t ct get tec cag tee ate tet ggg ata cec gcc 2 40 
Arg Leu Leu lie Lys Ser Ala Ser Gin Ser lie Ser Gly lie Pro Ala 



agg ttc agt ggc agt gga tea ggg aca gat ttc act etc act ate age 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser 



agt ctg gaa tct gaa gat ttt gca gtg tat tac tgt caa cag agt tac 336 

Ser Leu Glu Ser Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Ser Tyr 



agt tgg ecg etc aeg ttc ggt caa ggg ace aag gtg gag ate aaa 
Ser Trp Pro Leu Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 



<210> 8 
<211> 127 
<212> PRT 



<213> Mus musculus 



<220> 

<223> Figure 2(B) : Light chain variable region of 
humanized VTml . 1 antibody (HuVTml.l) . 

<400> 8 

Met Val Phe Thr Pro Gin lie Leu Gly Leu Met Leu Phe Trp lie Ser 
15 10 15 

Ala Ser Arg Gly Glu lie Val Leu Thr Gin Ser Pro Ala Thr Leu Ser 
20 25 30 

Val Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Thr 
35 40 45 

lie Ser Asn Asn Leu His Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro 
50 55 60 

Arg Leu Leu lie Lys Ser Ala Ser Gin Ser lie Ser Gly lie Pro Ala 
65 70 75 80 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser 
85 90 95 

Ser Leu Glu Ser Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Ser Tyr 
100 105 110 

Ser Trp Pro Leu Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys 
115 120 125 



<210> 9 
<211> 123 
<212> PRT 

<213> Homo sapiens 

<220> 

<223> heavy chain variable region of the GF4/1.1 antibody 
<400> 9 

Glu Val Gin Val Leu Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 

15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Lys Tyr 

20 25 30 

Ala Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 

3 5 4 0 4 5 

Ser Gly He Ser Ala Ser Gly Glu Asn Thr Tyr Tyr Ala Asp Pro Val 

50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Val Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Asp Asp Thr Ala Met Tyr Tyr Cys 

85 90 95 

Ala Lys Gly Gly Arg Gin Trp Val Val Leu Gly Tyr Phe Phe Asp Ser 

100 105 110 

Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 10 
<211> 110 
<212> PRT 

<213> Homo sapiens 

<220> 

<223> light chain variable region of the GF4/1.1 antibody 
<400> 10 

Glu lie Leu Met Thr Gin Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 

15 10 15 

Glu Arg Val Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Asn 

20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie 

3 5 4 0 4 5 

Tyr Gly Ala Ser Thr Arg Ala Thr Gly He Pro Ala Arg Phe Ser Gly 

50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Asn Ser Leu Gin Ser 
65 70 75 80 

Glu Asp Phe Ala Leu Tyr Tyr Cys His Glu Tyr Asn Gly Trp Pro Pro 

8 5 90 95 

Trp Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys Arg Thr 
100 105 110 

2 



